S2 Table: Primer/probe sets and primer/probe sequences used in qRT-PCR

Gene ID NCBI Refseq Assay ID

BCL2 NM_000633.2 Hs00153350_m1

GREB1 XM_015111718.2 Rh02866842_m1

MKI167 NM002417.4 Hs00606991_m1

PGR NM_001278457.1 Rh02830094_m1

Gene ID Accession number Primer/Probe Sequence (5’ to 3°)*

ACTB DQ464112 : ACCCCAAGGCCAACCG
: CCTGGATGGCCACGTACATG
: AAGATGACCCAgaTCATG

CYP19A1 DQ529980 : CCCCAAACCCAATGAATTTACTCTTG
: GGCCCAAAGCCAAATGGTT

: AAAGTACCTATAAGGAACaTTCTT

ESR1 DQ469336 : CACATGATCAACTGGGCAAAGA
: TCACATGATCAACTGGGCAAAGA

: CACAAAGccTGGCACCC

ESR2 HQ702565 :GTATCTCTGTGTCAAGGCCATGAT
: CATCCTGGGTCGCTGTGA

: CCTGCTCAATTCCaaTATGT

: TGCCCTCAATGACCACTTTGTC
: ACCCTGTTGCTGTAGCCAAAT
: TCGTTGTCATACCcAGGAAAT

GAPDH DQ464111

- GGGATGCTGTTGAGGAAATGGA
: CCAATCTCAGCTCATCTAGAAGGTT
: ATCTGCccCACACTCC

STS DQ529981

: GAGAGAACGGGCCAGGTT
: CGAGAGGTGTCCTGGATCAG
: ATGTTccTGAGCTCTCG

SULTI1E DQ529982

TFF1 DQ464113 : GTGCTTCCATCCTAATACCATCGA
: GCAGATCCATGCAGAAGTGTCTAAA

: TCCCTCCAGAAQaGGAGTGT

17p-HSD 1 DQ529983 : CAGGCCTGGGCCTACTG
:CGTTCACGTCCAGCACAGA

: CCCACCGCCTCCAGC

17B-HSD 2 DQ529984 - AAAGGAAGGCTGGTGAATGTC
: ATGCCAGCTTTGCCATTGG

: CCCCTccTCCCATGCTG

VO MOUOXOTTMUOXOMUOXODTOXOMUOXOTOXOTOXOTOX T OO

NCBI=National Center for Biotechnology Information. Bold letters indicate differences between macaque and
human sequences. Italized lowercase of base pairs indicate exon boundaries. Underlined sequence represents an

8-base deletion in the HSD17B1 pseudogene. F, forward primer; R, reverse primer; P, probe.



